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Supplementary Table 1: Yeast strains used 

Name Genotype Reference 

BY4741 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 1 

YSH2358 

  

BY4741 MATa his3D1 leu2D0 met15D0 ura3D0 HOG1-

GFP-HIS3MX6 NRD1-mCherry-hphNT1 

2 

BY4741 hog1Δ BY4741 hog1Δ::KanMX Yeast deletion 

collection 

BY4741 tps1Δ BY4741 tps1Δ::KanMX Yeast deletion 

collection 

BY4741 gpd1Δ BY4741 gpd1Δ::KanMX Yeast deletion 

collection 

YSH 2625 

 

BY4741 gpd1Δ::KanMX gpd2Δ::KanMX met15Δ0 lys2Δ0 This work 

YSH1125 W303-1A MAT a leu23/112 ura31 trp11 his311/15 ade21 

can1100 GAL SUC2 msn2Δ3::HIS3 msn4Δ::TRP1 

3 

W303-1A MATa leu23/112 ura31 trp11 his311/15 ade21 can1100 

GAL SUC2 

4 

YSH 2355 W303-1A MATa HOG1-GFP-HIS3MX6 NRD1-mCherry-

hphNT1 

5 

YSH444 W303-1A MATa hog1Δ::TRP1 6 

YSH465 W303-1A MATa tps1Δ::URA3 7 

YSH690 W303-1A MATa gpd1Δ::TRP1 6 

YSH1060 W303-1A MATalpha leu23/112 ura31 trp11 his311/15 

ade21 can1100 GAL SUC2 bcy1Δ::LEU2 tpk1Δ::URA3 

tpk3Δ::TRP1 tpk2w attenuated 

8 
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Supplementary Figures 
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Figure S1: Intracellular glycerol and trehalose of BY4741 wild type cells. Cells were grown in batch cultures in complete YPD or YPE medium 

and then stressed with 400mM NaCl (final concentration). (A) intracellular glycerol and (B) intracellular trehalose were monitored at the indicated 

time points. Values represent the mean and standard deviation of three replicas. (C) Relative cell volume changes of about 60 wild type cells grown 

in glucose and ethanol and shifted to 400mM NaCl. Colours symbolize the growth media and symbol sizes correspond to the standard deviation 

for each time point as indicated. (D) Mean ratio of nuclear versus cytosolic Hog1-GFP of about 60 cells as a function of time following a shift to 

400mM NaCl in wild type cells grown in glucose and ethanol, respectively. 
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Figure S2: Growth phenotypes of wild and mutant BY4147 and W303-1A cells on the indicated growth media. Cells were pregrown in complete 

YPD or YPE medium, cell titres were adjusted and then a 1:10 dilution series was spotted on agar plates.  
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Figure S3: Venn diagram showing the overlap of significantly differentially expressed genes (adj. pval<0.001) at different time-points after shifting 

cells to 400 mM NaCl. 
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Figure S4. Overview of the gene expression changes in glycolysis, the TCA cycle, the electron transport chain (ETC) and among genes related to 

oxido-reduction processes in response to osmotic shock on ethanol growing yeast cells. 
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